
47 
 

DAFTAR PUSTAKA 

Ahmed, N., and Garnett, S. T. 2011. Integrated rice-fish farming in Bangladesh : 

Meeting the challenges of food Integrated rice-fish farming in Bangladesh : 

meeting the challenges of food security. Food Security, 3, 81–92. 

Alfiansah, Y. R., Hassenrück, C., Kunzmann, A., Taslihan, A., Harder, J., and 

Gärdes, A. 2018. Bacterial abundance and community composition in pond 

water from shrimp aquaculture systems with different stocking densities. 

Frontiers in Microbiology, 9, 2457. 

Altinok, I., Kayis, S., and Capkin, E. 2006. Pseudomonas putida infection in 

rainbow trout. Aquaculture, 261, 850–855. 

APHA. 2005. Standard Methods for the Examination of Water and Wastewater, 

20th Edition. Washington DC: APHA American Public Health Association. 

Retrieved from https://books.google.co.id/books?id=2BcoYAAACAAJ 

Aslam, Z., Park, J. H., Kim, S. W., Jeon, C. O., and Chung, Y. R. 2009. 

Arenimonas oryziterrae sp. nov., isolated from a field of rice (Oryza sativa 

L.) managed under a notillage regime, and reclassification of Aspromonas 

composti as Arenimonas composti comb. nov. International Journal of 

Systematic and Evolutionary Microbiology, 59(12), 2967–2972. 

Aslam, Z., Yasir, M., Yoon, H. S., Jeon, C. O., and Chung, Y. R. 2013. Diversity 

of the Bacterial Community in the Rice Rhizosphere Managed Under 

Conventional and No-tillage Practices. Journal of Microbiology, 51(6), 747–

756. 

Baskaran, V., Patil, P. K., Antony, M. L., Avunje, S., Nagaraju, V. T., Ghate, S. 

D., Nathamuni, S., Dineshkumar, N., Alavandi, S. V., and Vijayan, K. K. 

2020. Microbial community profiling of ammonia and nitrite oxidizing 

bacterial enrichments from brackishwater ecosystems for mitigating nitrogen 

species. Scientific Reports, 10(1), 1–11. 

Behrendt, U., Augustin, J., Spröer, C., Gelbrecht, J., Schumann, P., and Ulrich, A. 

2015. Taxonomic characterisation of Proteus terrae sp. nov., a N2O-

producing, nitrate-ammonifying soil bacterium. Antonie van Leeuwenhoek, 

International Journal of General and Molecular Microbiology, 108(6), 

1457–1468. 

Bentzon-tilia, M., and Sonnenschein, E. C. 2016. Monitoring and managing 

microbes in aquaculture – Towards a sustainable industry. Microbial 

Biotechnology, 9, 576–584. 

Berthe, F. C. J., Michel, C., and Bernardet, J. 1995. Pseudomonas anquiliseptica. 

Diseases of Aquatic Organisms, 21, 151–155. 

Caporaso, J. G., Lauber, C. L., Walters, W. A., Berg-Lyons, D., Lozupone, C. A., 

Turnbaugh, P. J., Fierer, N., and Knight, R. 2011. Global patterns of 16S 

rRNA diversity at a depth of millions of sequences per sample. Proceedings 

of the National Academy of Sciences of the United States of America, 108, 

4516–4522. 

Cardona, E., Gueguen, Y., Magré, K., Lorgeoux, B., Piquemal, D., Pierrat, F., 

Noguier, F., and Saulnier, D. 2016. Bacterial community characterization of 

water and intestine of the shrimp Litopenaeus stylirostris in a biofloc system. 

DINAMIKA KERAGAMAN BAKTERI AIR DAN SEDIMEN PADA MINA PADI DI SEYEGAN, SLEMAN
AFRI HERLAMBANG, Dr. Ir. Murwantoko, M.Si.; Indah Istiqomah, S.Pi., M.Si., Ph.D.
Universitas Gadjah Mada, 2021 | Diunduh dari http://etd.repository.ugm.ac.id/



48 
 

BMC Microbiology, 16(1), 1–9. 

Chen, R., Deng, M., He, X., and Hou, J. 2017. Enhancing nitrate removal from 

freshwater pond by regulating carbon/nitrogen ratio. Frontiers in 

Microbiology, 8(1712), 1–9. 

Chen, Y. P., Rekha, P. D., Arun, A. B., Shen, F. T., Lai, W. A., and Young, C. C. 

2006. Phosphate solubilizing bacteria from subtropical soil and their 

tricalcium phosphate solubilizing abilities. Applied Soil Ecology, 34, 33–41. 

Chen, Z., Jiang, Y., Chang, Z., Wang, J., Song, X., Huang, Z., Chen, S., and Li, J. 

2020. Denitrification characteristics and pathways of a facultative anaerobic 

denitrifying strain, Pseudomonas denitrificans G1. Journal of Bioscience and 

Bioengineering, 129(6), 715–722. 

Dai, L., Liu, C., Yu, L., Song, C., Peng, L., Li, X., Tao, L., and Li, G. 2018. 

Organic matter regulates ammonia-oxidizing bacterial and archaeal 

communities in the surface sediments of Ctenopharyngodon 

idellusaquaculture ponds. Frontiers in Microbiology, 9, 1–15. 

De Mandal, S., Panda, A. K., Bisht, S. S., and Kumar, N. S. 2015. Microbial 

Ecology in the Era of Next Generation Sequencing. Journal of Next 

Generation Sequencing & Applications, 01(S1), 1–6. 

Deng, B., Fu, L., Zhang, X., Zheng, J., Peng, L., Sun, J., Zhu, H., Wang, Y., Li, 

W., Wu, X., and Wu, D. 2014. The denitrification characteristics of 

pseudomonas stutzeri SC221-M and its application to water quality control in 

grass carp aquaculture. PLoS ONE, 9(12), e114886. 

Deng, M., Dai, Z., Senbati, Y., Li, L., Song, K., and He, X. 2020. Aerobic 

Denitrification Microbial Community and Function in Zero-Discharge 

Recirculating Aquaculture System Using a Single Biofloc-Based Suspended 

Growth Reactor: Influence of the Carbon-to-Nitrogen Ratio. Frontiers in 

Microbiology, 11, 1760. 

Elferink, S. J. W. H., Vilet, W. M. A., Bogte, J. J., and Stams, A. J. M. 1999. 

Desulfobacca acetoxidans gen. nov., sp. nov., a novel acetate-degrading 

sulfate reducer isolated from sulf idogenic granular sludge. Lnternational 

Journal of Systematic Bacteriology, 49, 345–350. 

Fan, L., Barry, K., Hu, G., Meng, S., Song, C., Qiu, L., Zheng, Y., Wu, W., Qu, J., 

Chen, J., and Xu, P. 2017. Characterizing bacterial communities in tilapia 

pond surface sediment and their responses to pond differences and temporal 

variations. World Journal of Microbiology and Biotechnology, 33(1), 1–12. 

Fan, L., Chen, J., Meng, S., Song, C., Qiu, L., Hu, G., and Xu, P. 2015. 

Characterization of microbial communities in intensive GIFT tilapia 

(Oreochromis niloticus) pond systems during the peak period of breeding. 

Aquaculture Research, 48(2), 459–472. 

Fan, L., Hu, G., Qiu, L., Meng, S., Wu, W., Zheng, Y., Song, C., Li, D., and Chen, 

J. 2020. Variations in bacterioplankton communities in aquaculture ponds 

and the in fl uencing factors during the peak period of culture. Environmental 

Pollution, 258, 113656. 

Fan, L. M., Barry, K., Hu, G. D., Meng, S. long, Song, C., Wu, W., Chen, J. Z., 

and Xu, P. 2016. Bacterioplankton community analysis in tilapia ponds by 

Illumina high-throughput sequencing. World Journal of Microbiology and 

DINAMIKA KERAGAMAN BAKTERI AIR DAN SEDIMEN PADA MINA PADI DI SEYEGAN, SLEMAN
AFRI HERLAMBANG, Dr. Ir. Murwantoko, M.Si.; Indah Istiqomah, S.Pi., M.Si., Ph.D.
Universitas Gadjah Mada, 2021 | Diunduh dari http://etd.repository.ugm.ac.id/



49 
 

Biotechnology, 32(1), 1–11. 

FAO. 2020. The State of World Fisheries and Aquaculture 2020. Food and 

Agriculture Organization of the United Nations, Fisheries Department, Rome, 

Italy. 

Feng, J., Li, F., Zhou, X., Xu, C., and Fang, F. 2016. Nutrient removal ability and 

economical benefit of a rice-fish co-culture system in aquaculture pond. 

Ecological Engineering, 94(359), 315–319. 

Frei, M., and Becker, K. 2005. Integrated rice-fish culture: Coupled production 

saves resources. Natural Resources Forum, 29, 135–143. 

García-López, R., Cornejo-Granados, F., Lopez-Zavala, A. A., Sánchez-López, F., 

Cota-Huízar, A., Sotelo-Mundo, R. R., Guerrero, A., Mendoza-Vargas, A., 

Gómez-Gil, B., and Ochoa-Leyva, A. 2020. Doing more with less: A 

comparison of 16S hypervariable regions in search of defining the shrimp 

microbiota. Microorganisms, 8(1). 

Germida, J. J., and Siciliano, S. D. 2001. Taxonomic diversity of bacteria 

associated with the roots of modern, recent and ancient wheat cultivars. 

Biology and Fertility of Soils, 33(5), 410–415. 

Ghai, R., Mizuno, C. M., Picazo, A., and Camacho, A. 2014. Key roles for 

freshwater Actinobacteria revealed by deep metagenomic sequencing. 

Molecular Ecology, 23(24), 6073–6090. 

Green, J. L., Bohannan, B. J. M., and Whitaker, R. J. 2008. Microbial 

biogeography: From taxonomy to traits. Science, 320(5879), 1039–1043. 

Guan, X., Wang, B., Duan, P., Tian, J., Dong, Y., Jiang, J., Sun, B., and Zhou, Z. 

2020. The dynamics of bacterial community in a polyculture aquaculture 

system of Penaeus chinensis, Rhopilema esculenta and Sinonovacula 

constricta. Aquaculture Research, 51(5), 1789–1800. 

Gupta, R. S. 2000. The phylogeny of proteobacteria: Relationships to other 

eubacterial phyla and eukaryotes. FEMS Microbiology Reviews, 24(4), 367–

402. 

Hahn, M. W. 2006. The microbial diversity of inland waters. Current Opinion in 

Biotechnology, 17, 256–261. 

Hal, A. M., and El-Barbary, M. I. 2020. Gene expression and histopathological 

changes of Nile tilapia (Oreochromis niloticus) infected with Aeromonas 

hydrophila and Pseudomonas fluorescens. Aquaculture, 526, 735392. 

Halwart, M., and Gupta, M. V. 2004. Culture of fish in rice fields. FAO and The 

WorldFish Center. 

Hargreaves, J. A. 1998. Nitrogen biogeochemistry of aquaculture ponds. 

Aquaculture, 166, 181–212. 

Hargreaves, J. A., and Tucker, C. S. 2004. Managing Ammonia in Fish Ponds. 

SRAC Publication, , 4603. 

Heylen, K., Vanparys, B., Peirsegaele, F., Lebbe, L., and De Vos, P. 2007. 

Stenotrophomanas terrae sp. nov. and Stenotrophomonas humi sp. nov., two 

nitrate-reducing bacteria isolated from soil. International Journal of 

Systematic and Evolutionary Microbiology, 57(9), 2056–2061. 

Hooper, A. B., Vannelli, T., Bergmann, D. J., and Arciero, D. M. 1997. 

Enzymology of the oxidation of ammonia to nitrite by bacteria. Antonie van 

DINAMIKA KERAGAMAN BAKTERI AIR DAN SEDIMEN PADA MINA PADI DI SEYEGAN, SLEMAN
AFRI HERLAMBANG, Dr. Ir. Murwantoko, M.Si.; Indah Istiqomah, S.Pi., M.Si., Ph.D.
Universitas Gadjah Mada, 2021 | Diunduh dari http://etd.repository.ugm.ac.id/



50 
 

Leeuwenhoek, International Journal of General and Molecular Microbiology, 

71, 59–67. 

Horz, H., Barbrook, A., Field, C. B., and Bohannan, B. J. M. 2004. Ammonia-

oxidizing bacteria respond to multifactorial global change. PNAS, 101(42), 

15136–15141. 

Hou, D., Huang, Z., Zeng, S., Liu, J., Wei, D., Deng, X., Weng, S., He, Z., and He, 

J. 2017. Environmental factors shape water microbial community structure 

and function in shrimp cultural enclosure ecosystems. Frontiers in 

Microbiology, 8, 1–12. 

Isroni, W., Setyawati, D., and Maulida, N. 2019. Studi komunitas bakteri pada 

sistem resirkulasi pada budidaya lele dumbo (Clarias gariepinus). Journal of 

Aquaculture and Fish Health, 8(3), 159. 

Jana, B. B. 2002. Distribution pattern and role of phosphate solubilizing bacteria 

in the enhancement of fertilizer value of rock phosphate in aquaculture 

ponds: state-of-the-art. First International Meeting on Microbial Phosphate 

Solubilization, 287, 229–238. 

Jin, T., Zhang, T., and Yan, Q. 2010. Characterization and quantification of 

ammonia-oxidizing archaea (AOA) and bacteria (AOB) in a nitrogen-

removing reactor using T-RFLP and qPCR. Applied Microbiology and 

Biotechnology, 87, 1167–1176. 

Jinsheng, S., Fei, G., Xuyun, G., Junli, W., Xiang, L., and Jingjing, L. 2011. 

Seasonal changes and diversity of bacteria in Bohai Bay by RFLP analysis of 

PCR-amplified 16S rDNA gene fragments. World Journal of Microbiology 

and Biotechnology, 27(2), 275–284. 

Kawahara, N., Shigematsu, K., Miyadai, T., and Kondo, R. 2009. Comparison of 

bacterial communities in fish farm sediments along an organic enrichment 

gradient. Aquaculture, 287(1–2), 107–113. 

Keil, R. G., and Mayer, L. M. 2014. Mineral Matrices and Organic Matter. 

Treatise on Geochemistry, 12, 337–359. 

Ki, B., Huh, I. A., Choi, J., and Cho, K. 2017. Relationship of nutrient dynamics 

and bacterial community structure at the water–sediment interface using a 

benthic chamber experiment. Journal of Environmental Science and Health, 

Part A, 0(0), 1–10. 

Kim, M., Jeong, S. Y., Yoon, S. J., Cho, S. J., Kim, Y. H., Kim, M. J., Ryu, E. Y., 

and Lee, S. J. 2008. Aerobic Denitrification of Pseudomonas putida AD-21 

at Different C/N Ratios. Journal of Bioscience and Bioengineering, 106(5), 

498–502. 

Kirchman, D. L. 2002. The ecology of Cytophaga-Flavobacteria in aquatic 

environments. FEMS Microbiology Ecology, 39(2), 91–100. 

Kumar, S., Bauddh, K., Barman, S. C., and Singh, R. P. 2014. Amendments of 

microbial biofertilizers and organic substances reduces requirement of urea 

and DAP with enhanced nutrient availability and productivity of wheat 

(Triticum aestivum L.). Ecological Engineering, 71, 432–437. 

Lampky, J. R. 1971. Distribution of Sorangium cellulosum. Applied Microbiology, 

22(5), 937–938. 

Lapidus, A., Clum, A., LaButti, K., Kaluzhnaya, M. G., Lim, S., Beck, D. A. C., 

DINAMIKA KERAGAMAN BAKTERI AIR DAN SEDIMEN PADA MINA PADI DI SEYEGAN, SLEMAN
AFRI HERLAMBANG, Dr. Ir. Murwantoko, M.Si.; Indah Istiqomah, S.Pi., M.Si., Ph.D.
Universitas Gadjah Mada, 2021 | Diunduh dari http://etd.repository.ugm.ac.id/



51 
 

del Rio, T. G., Nolan, M., Mavromatis, K., Huntemann, M., Lucas, S., 

Lidstrom, M. E., Ivanova, N., and Chistoserdova, L. 2011. Genomes of three 

methylotrophs from a single niche reveal the genetic and metabolic 

divergence of the methylophilaceae. Journal of Bacteriology, 193(15), 3757–

3764. 

Li, B., Lv, R., Xiao, Y., Hu, W., Mai, Y., Zhang, J., Lin, L., and Hu, X. 2019. A 

Novel Nitrite-Base Aerobic Denitrifying Bacterium Acinetobacter sp. YT03 

and Its Transcriptome Analysis. Frontiers in Microbiology, 10, 2580. 

Liu, S., Ren, H., Shen, L., Lou, L., Tian, G., Zheng, P., and Hu, B. 2015. pH 

levels drive bacterial community structure in the Qiantang River as 

determined by 454 pyrosequencing. Frontiers in Microbiology, 6, 285. 

Liu, Z., Iqbal, M., Zeng, Z., Lian, Y., Zheng, A., Zhao, M., Li, Z., Wang, G., Li, 

Z., and Xie, J. 2020b. Comparative analysis of microbial community 

structure in the ponds with different aquaculture model and fish by high-

throughput sequencing. Microbial Pathogenesis, 142, 104101. 

Lovley, D. R., Ueki, T., Zhang, T., Nikhil, S., Shrestha, P. M., Flanagan, K. A., 

Butler, J. E., Giloteaux, L., Holmes, D. E., Franks, A. E., Orellana, R., Risso, 

C., and Nevin, K. P. 2011. Geobacter : The Microbe Electric’s Physiology, 

Ecology, and Practical Applications. Advances in Microbial Physiology, 59, 

1–100. 

Ming, H., Fan, J., Chen, Q., Su, J., Song, J., and Yuan, J. 2020. Diversity and 

Abundance of Denitrifying Bacteria in the Sediment of a Eutrophic Estuary 

Diversity and Abundance of Denitrifying Bacteria in the Sediment of a 

Eutrophic Estuary. Geomicrobiology Journal,. 

Molina, V., Ulloa, O., Farias, L., Urrutia, H., Ramirez, S., Junier, P., and Witzel, 

K. P. 2007. Ammonia-oxidizing B-proteobacteria from the oxygen minimum 

zone off Northern Chile. Applied and Environmental Microbiology, 73(11), 

3547–3555. 

Nayak, P. K., Nayak, A. K., Panda, B. B., Lal, B., Gautam, P., Poonam, A., 

Shahid, M., Tripathi, R., Kumar, U., Mohapatra, S. D., and Jambhulkar, N. N. 

2018. Ecological mechanism and diversity in rice based integrated farming 

system. Ecological Indicators, 91, 359–375. 

Newton, R. J., Jones, S. E., Eiler, A., Mcmahon, K. D., and Bertilsson, S. 2011. A 

Guide to the Natural History of Freshwater Lake Bacteria. Microbiology and 

Molecular Biology Reviews, 75(1), 14–49. 

Newton, R. J., Kent, A. D., Triplett, E. W., and Mcmahon, K. D. 2006. Microbial 

community dynamics in a humic lake : differential persistence of common 

freshwater phylotypes. Environmental Microbiology, 8(6), 956–970. 

Nie, S., Zhu, G., Singh, B., and Zhu, Y. 2019. Anaerobic ammonium oxidation in 

agricultural soils-synthesis and prospective. Environmental Pollution, 244, 

127–134. 

Oh, W. T., Kim, J. H., Jun, J. W., Giri, S. S., Yun, S., Kim, H. J., Kim, S. G., Kim, 

S. W., Han, S. J., Kwon, J., and Park, S. C. 2019. Genetic characterization 

and pathological analysis of a novel bacterial pathogen, pseudomonas tructae, 

in rainbow trout (Oncorhynchus mykiss). Microorganisms, 7, 432. 

Ontl, T. A., and Schulte, L. A. 2012. Soil Carbon Storage. Nature Education 

DINAMIKA KERAGAMAN BAKTERI AIR DAN SEDIMEN PADA MINA PADI DI SEYEGAN, SLEMAN
AFRI HERLAMBANG, Dr. Ir. Murwantoko, M.Si.; Indah Istiqomah, S.Pi., M.Si., Ph.D.
Universitas Gadjah Mada, 2021 | Diunduh dari http://etd.repository.ugm.ac.id/



52 
 

Knowledge, 3(10), 35. 

Paerl, H. W., and Huisman, J. 2009. Minireview Climate change : a catalyst for 

global expansion of harmful cyanobacterial blooms. Environmental 

Microbiology Reports, 1(1), 27–37. 

Purkhold, U., Wagner, M., Timmermann, G., Pommerening-Röser, A., and Koops, 

H. P. 2003. 16S rRNA and amoA-based phylogeny of 12 novel 

betaproteobacterial ammonia-oxidizing isolates: Extension of the dataset and 

proposal of a new lineage within the nitrosomonads. International Journal of 

Systematic and Evolutionary Microbiology, 53(5), 1485–1494. 

Qin, Y., Hou, J., Deng, M., Liu, Q., Wu, C., and Ji, Y. 2016. Bacterial abundance 

and diversity in pond water supplied with different feeds. Scientific Reports, 

(February), 1–13. 

Resende, J. A., Silva, V. L., Cesar, D. E., Del’Duca, A., Fontes, C. O., and Diniz, 

C. G. 2015. Seasonal dynamics of microbial community in an aquaculture 

system for Nile tilapia (Oreochromis niloticus). Aquaculture Research, 46(5), 

1233–1240. 

Rijn, J. Van, Tal, Y., and Schreier, H. J. 2006. Denitrification in recirculating 

systems: Theory and applications. Aquaculture Engineering, 34, 364–376. 

Sahrawat, K. L. 1982. Simple modification of the Walkley-Black method for 

simultaneous determination of organic carbon and potentially mineralizable 

nitrogen in tropical rice soils. Plant and Soil, 69(1), 73–77. 

Sanford, R. A., Cole, J. R., Tiedje, J. M., Al, S. E. T., and Icrobiol, A. P. P. L. E. 

N. M. 2002. Characterization and Description of Anaeromyxobacter 

dehalogenans gen . nov ., sp . nov ., an Aryl-Halorespiring Facultative 

Anaerobic Myxobacterium. Applied and Environmental Microbiology, 68(2), 

893–900. 

Santiago, C. B., and Lovell, R. T. 1988. Amino acid requirements for growth of 

Nile tilapia. Journal of Nutrition, 118(12), 1540–1546. 

Sarioglu, O. F., Suluyayla, R., and Tekinay, T. 2012. Heterotrophic ammonium 

removal by a novel hatchery isolate Acinetobacter calcoaceticus STB1. 

International Biodeterioration and Biodegradation, 71, 67–71. 

Sasakawa, H., and Yamamoto, Y. 1978. Comparison of the Uptake of Nitrate and 

Ammonium by Rice Seedlings : Influence of Light , Temperature , Oxygen 

Concentration , Exogenous Sucrose , and Metabolic Inhibitors Author ( s ): 

Hideo Sasakawa and Yukio Yamamoto Published by : American Society of. 

Plant Physiology, 62(4), 665–669. 

Schmid, M. C., Maas, B., Dapena, A., Pas-schoonen, K. Van De, Vossenberg, J. 

Van De, Kartal, B., Niftrik, L. Van, Schmidt, I., Cirpus, I., Kuenen, J. G., 

Wagner, M., Damste, J. S. S., Kuypers, M., Revsbech, N. P., Mendez, R., 

Jetten, M. S. M., and Strous, M. 2005. Biomarkers for In Situ Detection of 

Anaerobic Ammonium-Oxidizing (Anammox) Bacteria. Applied and 

Environmental Microbiology, 71(4), 1677–1684. 

Shen, X., Xu, M., Li, M., Zhao, Y., and Shao, X. 2020. Response of sediment 

bacterial communities to the drainage of wastewater from aquaculture ponds 

in different seasons. Science of the Total Environment, 717, 137180. 

Smith, P., Cotrufo, M. F., Rumpel, C., Paustian, K., Kuikman, P. J., Elliott, J. A., 

DINAMIKA KERAGAMAN BAKTERI AIR DAN SEDIMEN PADA MINA PADI DI SEYEGAN, SLEMAN
AFRI HERLAMBANG, Dr. Ir. Murwantoko, M.Si.; Indah Istiqomah, S.Pi., M.Si., Ph.D.
Universitas Gadjah Mada, 2021 | Diunduh dari http://etd.repository.ugm.ac.id/



53 
 

and Mcdowell, R. 2015. Biogeochemical cycles and biodiversity as key 

drivers of ecosystem services provided by soils. SOIL, 1, 665–685. 

Srithep, P., Khinthong, B., Chodanon, T., Powtongsook, S., Pungrasmi, W., and 

Limpiyakorn, T. 2014. Communities of ammonia-oxidizing bacteria , 

ammonia-oxidizing archaea and nitrite-oxidizing bacteria in shrimp ponds. 

Annals of Microbiology, 65, 267–278. 

Stremińska, M. A., Felgate, H., Rowley, G., Richardson, D. J., and Baggs, E. M. 

2012. Nitrous oxide production in soil isolates of nitrate-ammonifying 

bacteria. Environmental Microbiology Reports, 4(1), 66–71. 

Syaukat, Y., and Julistia, D. R. 2019. Analysis of income and factors determining 

the adoption of integrated rice-fish farming system in Seyegan district, 

Sleman Regency, Yogyakarta, Indonesia. Journal of the International 

Society for Southeast Asian Agricultural Sciences, 25(1), 66–79. 

Takeuchi, M., Hamana, K., and Hiraishi, A. 2001. Proposal of the genus 

Sphingomonas sensu stricto and three new genera, Sphingobium, 

Novosphingobium and Sphingopyxis, on the basis of phylogenetic and 

chemotaxonomic analyses. International Journal of Systematic and 

Evolutionary Microbiology, 51(4), 1405–1417. 

Tan, B. F., Ng, C., Nshimyimana, J. P., Loh, L. L., Gin, K. Y. H., and Thompson, 

J. R. 2015. Next-generation sequencing (NGS) for assessment of microbial 

water quality: Current progress, challenges, and future opportunities. 

Frontiers in Microbiology, 6, 1027. 

Tang, Y., Tao, P., Tan, J., Mu, H., Peng, L., Yang, D., Tong, S., and Chen, L. 

2014. Identification of bacterial community composition in freshwater 

aquaculture system farming of Litopenaeus vannameireveals distinct 

temperature-driven patterns. International Journal of Molecular Sciences, 

15(8), 13663–13680. 

Thomas, J., Thanigaivel, S., Vijayakumar, S., Acharya, K., Shinge, D., Seelan, T. 

S. J., Mukherjee, A., and Chandrasekaran, N. 2014. Pathogenecity of 

Pseudomonas aeruginosa in Oreochromis mossambicus and treatment using 

lime oil nanoemulsion. Colloids and Surfaces B: Biointerfaces, 116, 372–377. 

Wang, Ying, Zou, Y. L., Chen, H., and Lv, Y. K. 2020. Nitrate removal 

performances of a new aerobic denitrifier, Acinetobacter haemolyticus ZYL, 

isolated from domestic wastewater. Bioprocess and Biosystems Engineering,. 

Wang, Yu, Sheng, H., He, Y., Wu, J., Jiang, Y., and Tam, N. F. 2012. 

Comparison of bacterial diversity in freshwater, intertidal wetland, and 

marine sediments using millions of Illumina tags. Appled and Environmental 

Microbiology, 78(23), 8264–8271. 

Williams, T. J., Wilkins, D., Long, E., Evans, F., Demaere, M. Z., Raftery, M. J., 

and Cavicchioli, R. 2013. The role of planktonic Flavobacteria in processing 

algal organic matter in coastal East Antarctica revealed using metagenomics 

and metaproteomics. Environmental Microbiology, 15(5), 1302–1317. 

Wilson, C., and Tisdell, C. 2001. Why farmers continue to use pesticides despite 

environmental, health and sustainability costs. Ecological Economics, 39(3), 

449–462. 

Wiraswati, S. M., Wahyudi, A. T., Rusmana, I., and Nawangsih, A. A. 2018. 

DINAMIKA KERAGAMAN BAKTERI AIR DAN SEDIMEN PADA MINA PADI DI SEYEGAN, SLEMAN
AFRI HERLAMBANG, Dr. Ir. Murwantoko, M.Si.; Indah Istiqomah, S.Pi., M.Si., Ph.D.
Universitas Gadjah Mada, 2021 | Diunduh dari http://etd.repository.ugm.ac.id/



54 
 

TRFLP analysis for revealing the diversity of rice phyllosphere bacteria. 

Biodiversitas, 19(5), 1743–1749. 

Wollast, R., Mackenzie, F. T., and Chou, L. 1993. Interactions of C, N, P and S 

Biogeochemical Cycles and Global Change (1st ed.). Melreux, Belgium: 

Springer-Verlag Berlin Heidelberg. 

Woolston, C. 2014. Rice. Nature, 514(7524), S49. 

Xia, L., Li, X., Fan, W., and Wang, J. 2020. Heterotrophic nitrification and 

aerobic denitrification by a novel Acinetobacter sp. ND7 isolated from 

municipal activated sludge. Bioresource Technology, 301, 122749. 

Xue, S., Xu, W., Wei, J., and Sun, J. 2017. Impact of environmental bacterial 

communities on fish health in marine recirculating aquaculture systems. 

Veterinary Microbiology, 203, 34–39. 

Yang, B., Wang, Y., and Qian, P. Y. 2016. Sensitivity and correlation of 

hypervariable regions in 16S rRNA genes in phylogenetic analysis. BMC 

Bioinformatics, 17(1), 1–8. 

Yosmaniar, Y., Novita, H., and Setiadi, E. 2018. Isolasi Dan Karakterisasi Bakteri 

Nitrifikasi Dan Denitrifikasi Sebagai Kandidat Probiotik. Jurnal Riset 

Akuakultur, 12(4), 369–378. 

Yu, L., Liu, Y., and Wang, G. 2009. Identification of novel denitrifying bacteria 

Stenotrophomonas sp. ZZ15 and Oceanimonas sp. YC13 and application for 

removal of nitrate from industrial wastewater. Biodegradation, 20, 391–400. 

Zhang, H., Sun, Z., Liu, B., Xuan, Y., Jiang, M., Pan, Y., Zhang, Y., Gong, Y., Lu, 

X., Yu, D., Kumar, D., Hu, X., Cao, G., Xue, R., and Gong, C. 2016. 

Dynamic changes of microbial communities in Litopenaeus vannamei 

cultures and the effects of environmental factors. Aquaculture, 455, 97–108. 

Zhang, K., Zheng, X., He, Z., Yang, T., Shu, L., Xiao, F., Wu, Y., Wang, B., Li, 

Z., Chen, P., and Yan, Q. 2020. Fish growth enhances microbial sulfur 

cycling in aquaculture pond sediments. Microbial Biotechnology, 0(0), 1–14. 

Zhang, L., Zhao, T., Wang, Q., Li, L., Shen, T., and Gao, G. 2019. Bacterial 

community composition in aquatic and sediment samples with 

spatiotemporal dynamics in large, shallow, eutrophic Lake Chaohu, China. 

Journal of Freshwater Ecology, 34(1), 575–589. 

Zhang, S. Y., Xiao, W., Xia, Y. S., Wang, Y. X., Cui, X. L., and Zhang, N. M. 

2015. Arenimonas taoyuanensis sp. nov., a novel bacterium isolated from 

rice-field soil in China. Antonie van Leeuwenhoek, International Journal of 

General and Molecular Microbiology, 107(5), 1181–1187. 

Zhang, W., Yan, C., Shen, J., Wei, R., Gao, Y., Miao, A., Xiao, L., and Yang, L. 

2019. Characterization of aerobic denitrifying bacterium pseudomonas 

mendocina strain GL6 and its potential application in wastewater treatment 

plant effluent. International Journal of Environmental Research and Public 

Health, 16, 364. 

Zhao, Z., Jiang, J., Pan, Y., Dong, Y., Chen, Z., Zhang, G., Gao, S., Sun, H., Guan, 

X., Wang, B., Xiao, Y., and Zhou, Z. 2020. Temporal dynamics of bacterial 

communities in the water and sediments of sea cucumber (Apostichopus 

japonicus) culture ponds. Aquaculture, 528, 735498. 

Zheng, X., Tang, J., Zhang, C., Qin, J., and Wang, Y. 2016. Bacterial 

DINAMIKA KERAGAMAN BAKTERI AIR DAN SEDIMEN PADA MINA PADI DI SEYEGAN, SLEMAN
AFRI HERLAMBANG, Dr. Ir. Murwantoko, M.Si.; Indah Istiqomah, S.Pi., M.Si., Ph.D.
Universitas Gadjah Mada, 2021 | Diunduh dari http://etd.repository.ugm.ac.id/



55 
 

composition , abundance and diversity in fish polyculture and mussel – fish 

integrated cultured ponds in China. Aquaculture Research, 48(7), 3950–3961. 

Zhou, Q., Li, K., Jun, X., and Bo, L. 2009. Role and functions of beneficial 

microorganisms in sustainable aquaculture. Bioresource Technology, 100(16), 

3780–3786. 

Zhou, T., Wang, Y., Tang, J., and Dai, Y. 2013. Bacterial communities in Chinese 

grass carp (Ctenopharyngodon idellus) farming ponds. Aquaculture Research, 

45(1), 138–149. 

Zwart, G., Crump, B. C., Agterveld, M. P. K., Hagen, F., and Han, S. 2002. 

Typical freshwater bacteria : an analysis of available 16S rRNA gene 

sequences from plankton of lakes and rivers. Aquatic Microbial Ecology, 28, 

141–155. 

Zwisler, W., Selje, N., and Simon, M. 2003. Seasonal patterns of the 

bacterioplankton community composition in a large mesotrophic lake. 

Aquatic Microbial Ecology, 31(3), 211–225. 

DINAMIKA KERAGAMAN BAKTERI AIR DAN SEDIMEN PADA MINA PADI DI SEYEGAN, SLEMAN
AFRI HERLAMBANG, Dr. Ir. Murwantoko, M.Si.; Indah Istiqomah, S.Pi., M.Si., Ph.D.
Universitas Gadjah Mada, 2021 | Diunduh dari http://etd.repository.ugm.ac.id/




