Dengan
Gen Marker Cytochrome B (Cyb)
Irenna Sheva Zahrani, Sukirno, S.Si., M.Sc., Ph.D.

UNIVERSITAS ) . . . . . . .
GADJAH MADA Universitas Gadjah Mada, 2025 | Diunduh dari http://etd.repository.ugm.ac.id/

DAFTAR PUSTAKA

Antil, S., Sharma, N., & Pundir, A. (2023). DNA barcoding, an effective tool for
species identification: A review. Molecular Biology Reports, 50(1), 761—
775. https://doi.org/10.1007/s11033-022-08015-7

Arrahma, K. S. (2023). DNA barcoding ulat sutra Eri Samia ricini (Boisduval,
1854) di Yogyakarta berdasarkan gen mitokondria 16S [Skripsi,
Universitas Gadjah Mada]. UGM ETD Repository.
https://etd.repository.ugm.ac.id/penelitian/detail/249259

Ballard, J. W. O., & Rand, D. M. (2005). The population biology of mitochondrial
DNA and its phylogenetic implications. Annual Review of Ecology,
Evolution, and Systematics, 36, 621-642.
https://doi.org/10.1146/annurev.ecolsys.36.091704.175513

Barid, S. S. A. Q., Prihatin, J., & Savira, N. I. I. (2021). Budidaya ulat sutra Eri
(Samia cynthia ricini). Inti Karya Aksara.

Birari, V. V., Siddhapara, M. R., & Desai, A. V. (2019). Rearing performance of
eri silkworm, Samia ricini (Donovan) on different host plants. Journal of
Farm Sciences, 32(4), 443-446.

Brahma, B., Das, R., & Goswami, D. (2015). Studies on the biology of eri silkworm,

Samia ricini. Journal of Entomology and Zoology Studies, 3(2), 192-196.

Brahma, D. U. L. U. R. (2015). Effect of rearing seasons on the economic
parameters of crossbreed silkworm between Samia ricini and Samia
canningi. International Journal of Pharma and Bio Sciences, 6, 875-881.

Chen, C. W., Huang, Y. M., Kui, L. Y., Nguyen, Q. D. N., Uu, H. T., Callado, J.
R., Ferraardan, D. R., & Chiou, W. L. (2012). trnL-F is powerful marker for
DNA application of field vittarioid gametophyte (Pteridaceae). Annals of
Botany, 111(4), 663-673.

Clary, D. 0., & Wolstenholme, D. R. (1985). The ribosomal RNA genes of
Drosophila mitochondrial DNA. Journal of Molecular Evolution, 22(3),
252-271. https://doi.org/10.1007/BF00160272

36

Analisis Filogenetik Empat Morfotipe Samia ricini (Anderson, 1788) Berbasis DNA Barcoding


https://doi.org/10.1007/s11033-022-08015-7
https://etd.repository.ugm.ac.id/penelitian/detail/249259
https://doi.org/10.1146/annurev.ecolsys.36.091704.175513

UNIVERSITAS
GADJAH MADA

Dengan
Gen Marker Cytochrome B (Cyb)
Irenna Sheva Zahrani, Sukirno, S.Si., M.Sc., Ph.D.

Universitas Gadjah Mada, 2025 | Diunduh dari http://etd.repository.ugm.ac.id/

Claverie, J.-M., & Notredame, C. (2007). Bioinformatics for dummies. Wiley
Publishing.

Coissac, E., Riaz, T., & Puillandre, N. (2016). Bioinformatic challenges for DNA
metabarcoding of plants and animals. Molecular Ecology, 25(4), 745-756.
https://doi.org/10.1111/mec.13442

Debraj, Y., Sarmah, M. C., Dutta, R. N., Singh, L. S., Das, P. K., & Benchamin, K.
V. (2001). Field trial of elite crosses of Eri silkworm, Philosamia ricini
Hutt. Indian Silk, 40, 15-16.

Deori, G., & Khanikor, D. P. (2015). Rearing performance of eri silkworm (Samia

ricini Boisd.) on Ailanthus excelsa and Ailanthus grandis. Journal of
Experimental Zoology India, 18(2), 839-841.

Deori, M., & Khanikor, B. (2015). Pupal biology of eri silkworm, Samia ricini.
Journal of Biology and Earth Sciences, 5(2), B142-B149.

Dewi, C. L. H. (2012). Analisis biomolekuler gen internal transcribed spacer (ITS)
dalam studi filogenetik Zingiber loerzingii Valeton (Zingiberaceae)
[Skripsi, Institut Pertanian Bogor].

Dharmayanti, N. I. P. (2011). Filogenetika molekuler: Metode taksonomi
organisme berdasarkan sejarah evolusi. Jakarta: Pusat Penelitian
Bioteknologi, LIPI.

Esposti, M. D., Crimi, M., Ghelli, A., & Lenaz, G. (1993). Mitochondrial
cytochrome b: Evolution and structure of the protein. Biochimica et
Biophysica Acta (BBA) - Bioenergetics, 1143(3), 243-271.
https://doi.org/10.1016/0005-2728(93)90197-N

Esposti, M., et al. (1993). The evolution of cytochrome b proteins and the
membrane-bound complexes. Journal of Molecular Evolution, 37(4), 323—
329.

Estabrook, G. F. (1984). Phylogenetic systematics and evolution. Annual Review of
Ecology and Systematics, 15, 45-68.

Farias, I. P., Orti, G., Sampaio, |., Schneider, H., & Meyer, A. (2001). The
cytochrome b gene as a phylogenetic marker: The limits of resolution for
analyzing relationships among cichlid fishes. Journal of Molecular
Evolution, 53(2), 89-103. https://doi.org/10.1007/s002390010197

37

Analisis Filogenetik Empat Morfotipe Samia ricini (Anderson, 1788) Berbasis DNA Barcoding


https://doi.org/10.1111/mec.13442
https://doi.org/10.1007/s002390010197

UNIVERSITAS
GADJAH MADA

Analisis Filogenetik Empat Morfotipe Samia ricini (Anderson, 1788) Berbasis DNA Barcoding
Dengan

Gen Marker Cytochrome B (Cyb)

Irenna Sheva Zahrani, Sukirno, S.Si., M.Sc., Ph.D.

Universitas Gadjah Mada, 2025 | Diunduh dari http://etd.repository.ugm.ac.id/

Felsenstein, J. (1985). Confidence intervals on phylogenies: An approach using the

bootstrap. Evolution, 39(4), 783-791.

Feyereisen, R., & Jindra, M. (2012). Juvenile hormone signaling in insects: A tale

of two receptors. Current Opinion in Insect Science.

Feyereisen, R., & Jindra, M. (2012). The silkworm coming of age—Early. PL0oS

Genetics, 8(3), e1002493.

Galtier, N., Nabholz, B., GIémin, S., & Hurst, G. D. D. (2009). Mitochondrial DNA

as a marker of molecular diversity: A reappraisal. Molecular Ecology,
18(22), 4541-4550. https://doi.org/10.1111/j.1365-294X.2009.04380.x

Global Biodiversity Information Facility. (2025). Samia ricini Anderson, 1788.

GBIF Backbone Taxonomy. Retrieved May 14, 2025, from
https://www.gbif.org/species/5124728

Hall, B. G. (2018). Phylogenetic tree made easy: A how-to manual. Oxford

University Press.

Harrison, R. G. (1989). Animal mitochondrial DNA as a genetic marker in

population and evolutionary biology. Trends in Ecology & Evolution, 4(1),
6-11. https://doi.org/10.1016/0169-5347(89)90006-2

Hartatik, T., et al. (2019). Identification of species using Cytochrome b gene

sequences. Biodiversitas, 20(5), 1338-1344.

Hebert, P. D. N., & Gregory, T. R. (2003). The promise of DNA barcoding for

taxonomy. Systematic Biology, 52(5), 696-699.

Hebert, P. D. N., & Gregory, T. R. (2005). The promise of DNA barcoding for

taxonomy. Systematic Biology, 54(5), 852-859.
https://doi.org/10.1080/10635150500354886

Hebert, P. D. N., Cywinska, A., Ball, S. L., & DeWaard, J. R. (2003). Biological

identifications through DNA barcodes. Proceedings of the Royal Society B:
Biological Sciences, 270(1512), 313-321.

Hidayat, T., & Pancoro, A. (2008). Kajian filogenetika molekuler dan peranannya

dalam menyediakan informasi dasar untuk meningkatkan kualitas sumber

genetik anggrek. Jurnal AgroBiogen, 4, 35-40.

Hillis, D. M., Moritz, C., & Mable, B. K. (1996). Molecular systematics (2nd ed.).

Sinauer Associates.

38


https://doi.org/10.1111/j.1365-294X.2009.04380.x
https://doi.org/10.1016/0169-5347(89)90006-2
https://doi.org/10.1080/10635150500354886

UNIVERSITAS
GADJAH MADA

Dengan
Gen Marker Cytochrome B (Cyb)
Irenna Sheva Zahrani, Sukirno, S.Si., M.Sc., Ph.D.

Universitas Gadjah Mada, 2025 | Diunduh dari http://etd.repository.ugm.ac.id/

Hollingsworth, P. M., et al. (2009). A DNA barcode for land plants. Proceedings
of the National Academy of Sciences, 106(31), 12794-12797.
https://doi.org/10.1073/pnas.0905845106

Horiike, T. (2016). Phylogenetic tree construction. Springer.

Irwin, D. M., Kocher, T. D., & Wilson, A. C. (1991). Evolution of the cytochrome
b gene of mammals. Journal of Molecular Evolution, 32(2), 128-144.
https://doi.org/10.1007/BF02515385

Jarulis, J., Muslim, C., Kamilah, S. N., Utama, A. F., Permana, D., Sari, M. M.,
Prayitno, A. H., & Jannah, 1. M. (2021). DNA barcode of Enggano hill

myna, Gracula religiosa enganensis (Aves: Sturnidae) based on
mitochondrial DNA cytochrome oxidase subunit I. Biodiversitas, 22(3),
1635-1643.

Kemena, C., & Notredame, C. (2009). Upcoming challenges for multiple sequence
alignment methods in the high-throughput era. Bioinformatics, 25(19),
2455-2465.

Kimura, M. (1980). A simple method for estimating evolutionary rates of base
substitutions through comparative studies of nucleotide sequences. Journal
of Molecular Evolution, 16(2), 111-120.
https://doi.org/10.1007/BF01731581

Kocher, T. D., Thomas, W. K., Meyer, A., Edwards, S. V., Pdabo, S., Villablanca,
F. X., & Wilson, A. C. (1989). Dynamics of mitochondrial DNA evolution

in animals: Amplification and sequencing with conserved primers.

Proceedings of the National Academy of Sciences of the United States of
America, 86(16), 6196-6200.

Kress, W. J., & Erickson, D. L. (2008). DNA barcodes: Genes, genomics, and
bioinformatics. Proceedings of the National Academy of Sciences, 105(8),
2761-2762.

Kress, W. J., Wurdack, K. J., Zimmer, E. A., Weigt, L. A., & Janzen, D. H. (2005).
Use of DNA barcodes to identify flowering plants. Proceedings of the
National Academy of Sciences, 102(23), 8369-8374.
https://doi.org/10.1073/pnas.0503123102

39

Analisis Filogenetik Empat Morfotipe Samia ricini (Anderson, 1788) Berbasis DNA Barcoding


https://doi.org/10.1073/pnas.0905845106
https://doi.org/10.1007/BF02515385
https://doi.org/10.1007/BF01731581
https://doi.org/10.1073/pnas.0503123102

UNIVERSITAS
GADJAH MADA

Analisis Filogenetik Empat Morfotipe Samia ricini (Anderson, 1788) Berbasis DNA Barcoding
Dengan

Gen Marker Cytochrome B (Cyb)

Irenna Sheva Zahrani, Sukirno, S.Si., M.Sc., Ph.D.

Universitas Gadjah Mada, 2025 | Diunduh dari http://etd.repository.ugm.ac.id/

Kumar, S., & Gadagkar, S. R. (2000). Efficiency of the neighbor-joining method in

reconstructing deep and shallow evolutionary relationships in large
phylogenies. Journal of Molecular Evolution, 51, 544-553.

Kumar, S., Kahlon, T., & Chaudhary, S. (2011). A rapid screening for adulterants

in olive oil using DNA barcodes. Food Chemistry, 127, 1335-1341.

Lalitha, N., Singha, B. B., Das, B., & Choudhury, B. (2020). Impact of climate

change in prospects of eri silkworm seed production in Assam: A review.
Innovative Farming, 5(1), 10-14.

Li, W. H., et al. (1999). Molecular evolution. Sinauer Associates.
Liu, H. W., Wang, L. L., Tang, X., Dong, Z. M., Guo, P. C., & Zhao, D. C. (2018).

Proteomics analysis of Bombyx mori molting fluid: Insights into the
molting process. Journal of Proteomics, 173, 115-125.

Liu, Y., et al. (2018). Molecular basis of molting and metamorphosis.

Developmental Biology.

Lu, Y., Li, G, Li, X., & Zhang, L. (2022). Molecular evidence confirms species

distinction between Samia ricini and Samia cynthia (Lepidoptera:
Saturniidae). European Journal of Entomology, 119, 309-316.
https://doi.org/10.14411/eje.2022.035

Mount, D. W. (2001). Bioinformatics: Sequence and genome analysis. Cold Spring

Harbor Laboratory Press.

Nei, M. (1987). Molecular evolutionary genetics. New York: Columbia University

Press.

Nei, M., & Kumar, S. (2000). Molecular evolution and phylogenetics. Oxford

University Press.

Nelson, D. L., & Cox, M. M. (2017). Lehninger principles of biochemistry (7th ed.).

W. H. Freeman and Company.

Othman, A. S., et al. (2017). Application of mitochondrial cytochrome b gene in

phylogenetic studies. Journal of Genetic Engineering and Biotechnology,
15(2), 411-417.

Rahmatullaili, M., et al. (2019). Phylogenetic relationship of freshwater fish using

cytochrome b gene. Biodiversitas, 20(2), 423-429.

40


https://doi.org/10.14411/eje.2022.035

UNIVERSITAS
GADJAH MADA

Analisis Filogenetik Empat Morfotipe Samia ricini (Anderson, 1788) Berbasis DNA Barcoding
Dengan

Gen Marker Cytochrome B (Cyb)

Irenna Sheva Zahrani, Sukirno, S.Si., M.Sc., Ph.D.

Universitas Gadjah Mada, 2025 | Diunduh dari http://etd.repository.ugm.ac.id/

Ratnasingham, S., & Hebert, P. D. N. (2007). BOLD: The Barcode of Life Data

System (www.barcodinglife.org). Molecular Ecology Notes, 7(3), 355-364.
https://doi.org/10.1111/].1471-8286.2006.01678.x

Ray, P. P., Barala, B., & Dash, P. (2024). Cytochrome b gene as a potential DNA

barcoding marker in ecoraces of tropical Tasar silkworm Antheraea mylitta
Drury. Gene Reports, 35, 101922.

Reddy, D. N. R., Kotikal, Y. K., & Vijayendra, M. (1989). Development and silk

yield of eri silkworm, Samia cynthia ricini (Lepidoptera: Saturnidae) as
influenced by the food plants. Mysore Journal of Agricultural Sciences, 23,
506-508.

Saitou, N., & Nei, M. (1987). The neighbor-joining method: A new method for

reconstructing phylogenetic trees. Molecular Biology and Evolution, 4(4),
406-425.

Satou, N., & Imanishi, T. (1989). Molecular phylogeny and sequence evolution.

Japanese Journal of Genetics, 64(1), 71-89.

Schmidt, H. A. (2003). Phylogenetic methods and evolutionary theory. Annual

Review of Ecology, Evolution, and Systematics, 34, 375-404.

Subramanian, C., et al. (2013). Host plants of eri silkworm, Samia ricini. Indian

Journal of Sericulture.

Subramanian, K. S., & S. M. H. Q. (2013). Rearing technology of eri silkworm

(Samia cynthia ricini) under varied seasonal and host plant conditions in
Tamil Nadu. International Journal of Life Science Biotechnology and

Pharma Research, 2(2), 131-141. http://www.ijlbpr.com/currentissue.php

Tajima, F. (1983). Evolutionary relationship of DNA sequences in finite

populations. Genetics, 105(2), 437-460.

Tamura, K., Peterson, D., Peterson, N., Stecher, G., Nei, M., & Kumar, S. (2011).

MEGAS5: Molecular evolutionary genetics analysis using maximum
likelihood, evolutionary distance, and maximum parsimony methods.
Molecular Biology and Evolution, 28, 2731-2739.

Verma, A., & Singh, L. (2003). Novel universal primers establish identity of an

enormous number of animal species for forensic application. Molecular
Ecology Notes, 3(1), 28-31.

41


http://www.barcodinglife.org/
https://doi.org/10.1111/j.1471-8286.2006.01678.x
http://www.ijlbpr.com/currentissue.php

Analisis Filogenetik Empat Morfotipe Samia ricini (Anderson, 1788) Berbasis DNA Barcoding
Dengan

Gen Marker Cytochrome B (Cyb)

Irenna Sheva Zahrani, Sukirno, S.Si., M.Sc., Ph.D.

Universitas Gadjah Mada, 2025 | Diunduh dari http://etd.repository.ugm.ac.id/

UNIVERSITAS
GADJAH MADA

Voet, D., & Voet, J. G. (2011). Biochemistry (4th ed.). John Wiley & Sons.

Wang, S. M. (1989). Silkworm egg production (3rd ed.). Food and Agriculture
Organization of the United Nations.

Xiong, B. (2006). DNA barcoding and molecular identification of species. Journal
of Genetics and Genomics, 33(6), 546-556.

Xiong, J. (2006). Essential bioinformatics. Cambridge University Press.

Zardoya, R., & Meyer, A. (1996). Phylogenetic performance of mitochondrial
protein-coding genes in resolving relationships among vertebrates.
Molecular Biology and Evolution, 13(7), 933-942.

Zhang, A. B., Gao, J. Y., Yang, Z. L., Krell, F. T., Wei, S. J., Freitas, A. V. L., &
Zhou, X. (2011). Efficiency of DNA barcodes for species delimitation: A
case in Ceratitis (Diptera: Tephritidae). Insect Science, 18(6), 745-753.
https://doi.org/10.1111/j.1759-6831.2011.00124.x

Zuckerkandl, E., & Pauling, L. (1965). Evolutionary divergence and convergence

in proteins. In V. Bryson & H. J. Vogel (Eds.), Evolving Genes and Proteins
(pp. 97-166). Academic Press.

42


https://doi.org/10.1111/j.1759-6831.2011.00124.x

	e9177d1a5b09144deabd2d21db96933464e0f29b5ab300d52e2730f2aaee131a.pdf
	DAFTAR PUSTAKA


