
25  

DAFTAR PUSTAKA 

 

Andruszkiewicz, E. A., Sassoubre, L. M., Boehm, A. B. 2017. Persistence of marine 

fish environmental DNA and the influence of sunlight. PLoS ONE, 12(9). 

Badan Pusat Statistik Kalimantan Timur. Populasi Ternak Menurut Kabupaten/Kota 

dan Jenis Ternak di Provinsi Kalimantan Timur (ekor), 2022. Retrieved September 

30, 2024, from https://kaltim.bps.go.id/id/statistics-

table/3/UzJWaVUxZHdWVGxwU1hSd1UxTXZlbmRITjA1Q2R6MDkjMw==/p

opulasi-ternak-menurut-kabupaten-kota-dan-jenis-ternak-di-provinsi-kalimantan-

timur-ekor-.html?year=2022 

Barnes, M.A., Turner, C.R. 2016. The ecology of environmental DNA and 

implications for conservation genetics. Conserv Genet 17, 1–17. 

Brannock, P. M., Halanych, K. M. 2015. Meiofaunal community analysis by high-

throughput sequencing: Comparison of extraction, quality filtering, and clustering 

methods. Marine Genomics, 23, 67–75. 

Chen, S., Zhou, Y., Chen, Y.,  Gu, J. 2018. fastp: an ultra-fast all-in-one FASTQ 

preprocessor, Bioinformatics, Volume 34, Issue 17, Pages i884–i890 

Corinaldesi, C., Tangherlini, M., Rastelli, E., Buschi, E., Lo Martire, M., Danovaro, R., 

Dell’Anno, A. 2019. High diversity of benthic bacterial and archaeal assemblages 

in deep-Mediterranean canyons and adjacent slopes. Prog. Oceanogr. 171, 154–

161. 

Deiner, K., Bik, H. M., Mächler, E., Seymour, M., Lacoursière‐Roussel, A., Altermatt, 

F., Creer, S., Bista, I., Lodge, D. M., Vere, N., Pfrender, M. E., Bernatchez, L. 

2017. Environmental DNA metabarcoding: Transforming how we survey animal 

and plant communities. Molecular Ecology. 26 (21): 5872–5895. 

DeLong, D. 1996. Defining biodiversity. Wildl. Soc. Bull. (1973–2006) 24, 738–749. 

Dharmadi, D., Hartoto, D. I., Nasution, S. H., Oktaviani, D. 2017. Distribusi spasial, 

status pemanfaatan, dan upaya konservasi pesut Mahakam (Orcaella brevirostris) 

di Kalimantan Timur. Jurnal Penelitian Perikanan Indonesia, 15(1), 49-58. 

Dunne, J., and Williams, R. 2009. Cascading extinctions and community collapse in 

model food webs. Philos. Trans. R. Soc. Lond. B Biol. Sci. 364, 1711–1723. 

Dunker, K. J., Sepulveda, J. A., Massengill, L. R., Olsen, J. B., Russ, O. L., Wenburg, 

J. K., Antonovich, A. 2016. Potential of environmental DNA to evaluate Northern 

Pike (Esox lucius) eradication efforts: An experimental test and case study. PLoS 

ONE, 11(9). 

Edgar, R.C., Flyvbjerg, H., 2015. Error filtering, pair assembly and error correction for 

next-generation sequencing reads, Bioinformatics, Volume 31, Issue 21, Pages 

3476–3482. 

Eichmiller, J. J., Best, S. E., Sorensen, P. W. 2016. Effects of temperature and trophic 

state on degradation of environmental DNA in lake water. Environmental Science 

and Technology, 50, 1859–1867. 

Ewing, B., and Green, P. 1998. Base-calling of automated sequencer traces using 

phred. II. Error probabilities, Genome Res. 8. 186-194. 

Forster, D., Dunthorn, M., Mahé, F., Dolan, J.R., Audic, S., Bass, D., Bittner, L., 

Boutte, C., Christen, R., Claverie, J.-M., Decelle, J., Edvardsen, B., Egge, E., 

Eikrem, W., Gobet, A., Kooistra, W.H.C.F., Logares, R., Massana, R., Montresor, 

M., Not, F., Ogata, H., Pawlowski, J., Pernice, M.C., Romac, S., Shalchian-Tabrizi, 

Penggunaan Environmental DNA untuk Pemantauan Keanekaragaman Hayati di Danau Kaskade
Mahakam sebagai
Danau Prioritas Nasional
Bima Syahvoriel Anggareksa Siregar, Dr. Dwi Sendi Priyono, S.Si., M.Si.
Universitas Gadjah Mada, 2024 | Diunduh dari http://etd.repository.ugm.ac.id/

https://doi.org/10.1111%2Fmec.14350
https://doi.org/10.1111%2Fmec.14350


26  

K., Simon, N., Richards, T.A., Santini, S., Sarno, D., Siano, R., Vaulot, D., 

Wincker, P., Zingone, A., de Vargas, C., Stoeck, T., 2016. Benthic protists: the 

under-charted majority. FEMS Microbiol. Ecol. 92. 

Google Maps. 2024. Lokasi Sampling. Retrieved June 1, 2024, from 

https://www.google.com/maps/place/0%C2%B014'17.8%22S+116%C2%B026'5

8.6%22E/@-0.237819,116.3244716,12.06z/data=!4m4!3m3!8m2!3d-

0.2382778!4d116.4496111?entry=ttu 

Glasel, J.A. 1995. Validity of nucleic acid purities monitored by 260nm/280nm 

absorbance ratios. BioTechniques 18:62-63. 

Grossart, H.-P., Van den Wyngaert, S., Kagami, M., Wurzbacher, C., Cunliffe, M., 

Rojas-Jimenez, K., 2019. Fungi in aquatic ecosystems. Nat. Rev. Microbiol. 17, 

339–354. 

Hallam, J., Clare, E. L., Jones, J. I.,  Day, J. J. 2021. Biodiversity assessment across a 

dynamic riverine system: A comparison of eDNA metabarcoding versus traditional 

fish surveying methods. Environmental DNA, 3, 1247–1266. 

Hakimzadeh, A., Abdala, A. A., Albanese, D., Bernard, M., Buchner, D., Callahan, 

B., Caporaso, J. G., Curd, E., Djemiel, C., Brandström, D. M., Elbrecht, V., Gold, 

Z., Gweon, H. S., Hajibabaei, M., Hildebrand, F., Mikryukov, V., Normandeau, E., 

Özkurt, E., Palmer, J. M., Pascal, G., Porter, T. M., Straub, D., Vasar, M., 

Větrovský, T., Zafeiropoulos, H., Anslan, S. 2023. A pile of pipelines: An overview 

of the bioinformatics software for metabarcoding data analyses. Molecular Ecology 

Resources, 24, e13847. 

Harrison, J. B., Sunday, J. M., Rogers SM. 2019 Predicting the fate of eDNA in the 

environment and implications for studying biodiversity. Proc. R. Soc. B 286: 

20191409. 

Hendrayani, A. P., Mustakim, M., dan Taru, P. 2022. Struktur komunitas ikan di 

perairan Danau Melintang Kecamatan Muara Wis Kabupaten Kutai Kartanegara. 

Tropical Aquatic Sciences, Vol1(2):75-81. 

Hoshino, T., Doi, H., Uramoto, G.-I., Wörmer, L., Adhikari, R.R., Xiao, N., Morono, 

Y., D’Hondt, S., Hinrichs, K.-U., Inagaki, F., 2020. Global diversity of microbial 

communities in marine sediment. Proc. Natl. Acad. Sci. 117, 27587–27597. 

Kouduka, M., Tanabe, A. S., Yamamoto, S., Yanagawa, K., Nakamura, Y., Akiba, F., 

Tomaru, H., Toju, H., Suzuki, Y. 2017. Eukaryotic diversity in late Pleistocene 

marine sediments around a shallow methane hydrate deposit in the Japan Sea. 

Geobiology, 15(5), 715–727. 

Leray, M., Yang, J. Y., Meyer, C. P., Mills, S. C., Agudelo, N., Ranwez, V., Boehm, 

J. T., Machida, R. J. 2013. A new versatile primer set targeting a short fragment of 

the mitochondrial COI region for metabarcoding metazoan diversity: application 

for characterizing coral reef fish gut contents. Frontiers in zoology, 10, 34. 

Manohar, C.S., Raghukumar, C., 2013. Fungal diversity from various marine habitats 

deduced through culture-independent studies. FEMS Microbiol. Lett. 341, 69–78. 

Mauvisseau, Q., Harper, L.R., Sander, M., Hanner, R.H., Kleyer, H., Deiner, K. 2022. 

The multiple states of environmental DNA and what is known about their 

persistence in aquatic environments. Environmental Science and Technology 56 

(9), 5322-5333. 

Mislan, H. M., Lariman, T. S., Anwar, Y., Rahman, N., Iskandar, A., Pratama, A., 

Aprianti, D. A., 2022. Laporan Studi Keanekaragaman Hayati Di Danau Kaskade 

Mahakam Tahun 2022. Dinas Lingkungan Hidup Provinsi Kalimantan Timur. 

Penggunaan Environmental DNA untuk Pemantauan Keanekaragaman Hayati di Danau Kaskade
Mahakam sebagai
Danau Prioritas Nasional
Bima Syahvoriel Anggareksa Siregar, Dr. Dwi Sendi Priyono, S.Si., M.Si.
Universitas Gadjah Mada, 2024 | Diunduh dari http://etd.repository.ugm.ac.id/

https://www.google.com/maps/place/0%C2%B014'17.8%22S+116%C2%B026'58.6%22E/@-0.237819,116.3244716,12.06z/data=!4m4!3m3!8m2!3d-0.2382778!4d116.4496111?entry=ttu
https://www.google.com/maps/place/0%C2%B014'17.8%22S+116%C2%B026'58.6%22E/@-0.237819,116.3244716,12.06z/data=!4m4!3m3!8m2!3d-0.2382778!4d116.4496111?entry=ttu
https://www.google.com/maps/place/0%C2%B014'17.8%22S+116%C2%B026'58.6%22E/@-0.237819,116.3244716,12.06z/data=!4m4!3m3!8m2!3d-0.2382778!4d116.4496111?entry=ttu
https://onlinelibrary.wiley.com/authored-by/V%C4%9Btrovsk%C3%BD/Tom%C3%A1%C5%A1


27  

Samarinda. pp. 57-59. 

Oktaviani, D., Nasution, S. H., Dharmadi, D. 2017. Keberadaan Pesut (Orcaella 

brevirostris) di Sungai Mahakam, Kalimantan Timur. BAWAL Widya Riset 

Perikanan Tangkap, 1(4), 127-132. 
Panzer, K., Yilmaz, P., Weiß, M., Reich, L., Richter, M., Wiese, J., Schmaljohann, R., 

Labes, A., Imhoff, J.F., Glöckner, F.O., Reich, M., 2015. Identification of habitat-

specific biomes of aquatic fungal communities using a comprehensive nearly full-

length 18S rRNA dataset enriched with contextual data. PLoS ONE 10, e0134377. 

Pawlowski J., Bruce K., Panksep K., Aguirre F.I., Amalfitano S., Apothéloz-Perret- 

Gentil L., Baussant T., Bouchez A., Carugati L., Cermakova K., Cordier T., 

Corinaldesi C., Costa F.O., Danovaro R., Dell'Anno A., Duarte S., Eisendle U., 

Ferrari B.J.D., Frontalini F., Frühe L., Haegerbaeumer A., Kisand V., Krolicka A., 

Lanzén A., Leese F., Lejzerowicz F., Lyautey E., Maček I., Sagova- Marečková 

M., Pearman J.K., Pochon X., Stoeck T., Vivien R., Weigand A., Fazi S., 2022. 

Environmental DNA metabarcoding for benthic monitoring: A review of sediment 

sampling and DNA extraction methods, Science of The Total Environment, Volume 

818, 151783. 

Pawlowski, J., Christen, R., Lecroq, B., Bachar, D., Shahbazkia, H.R., Amaral- 

Zettler, L., Guillou, L., 2011. Eukaryotic richness in the abyss: insights from 

pyrotag sequencing. PLoS One 4 (6(4)), e18169. 

Peraturan Presiden (Perpres) Nomor 60 Tahun 2021 tentang Penyelamatan Danau 

Prioritas Nasional (Lembaran Negara Republik Indonesia Tahun 2021 Nomor 

143) jdih.setkab.go.id : 14 hlm. 

Peraturan Daerah (PERDA) Provinsi Kalimantan Timur Nomor 1 Tahun 2016 tentang 

Rencana Tata Ruang Wilayah Provinsi Kalimantan Timur Tahun 2016 – 2036 

(Lembar Daerah Provinsi Kalimantan Tahun 2016 Nomor 1). 

Picard, K.T., 2017. Coastal Marine Habitats Harbor Novel Early-diverging Fungal 

Diversity. 

Roose-Amsaleg, C.L., Garnier-Sillam, E., Harry, M., 2001. Extraction and 

purification of microbial DNA from soil sediment samples. Appl. Soil Ecol. 18, 47–

60. 

Rees, H.C., Maddison, B.C., Middleditch, D.J., Patmore, J.R.M.  Gough, K.C. 2014. 

REVIEW: The detection of aquatic animal species using environmental DNA – a 

review of eDNA as a survey tool in ecology. J Appl Ecol, 51: 1450-1459. 

Ruppert, K. M., Kline, R. J., Rahman, Md. S., 2019. Past, present, and future 

perspectives of environmental DNA (eDNA) metabarcoding: A systematic review 

in methods, monitoring, and applications of global eDNA. Global Ecology and 

Conservation, Volume 17, 2019. 

Sakata, M. K., Yamamoto, S, Gotoh, R. O., Miya, M., Yamanaka, H., Minamoto, T. 

2020. Sedimentary eDNA provides different information on timescale and fish 

species composition compared with aqueous eDNA. Environmental DNA.2: 505–

518. 

Scheckenbach, F., Hausmann, K., Wylezich, C., Weitere, M., Arndt, H., 2010. Large-

scale patterns in biodiversity of microbial eukaryotes from the abyssal sea floor. 

Proc. Natl. Acad. Sci. 107, 115–120. 

Stoeckle, B. C., Beggel, S., Cerwenka, A. F., Motivans, E., Kuehn, R., Geist, J. 2017. 

A systematic approach to evaluate  the influence of environmental conditions on 

eDNA detection success in aquatic ecosystems. PLoS ONE, 12(12). 

Penggunaan Environmental DNA untuk Pemantauan Keanekaragaman Hayati di Danau Kaskade
Mahakam sebagai
Danau Prioritas Nasional
Bima Syahvoriel Anggareksa Siregar, Dr. Dwi Sendi Priyono, S.Si., M.Si.
Universitas Gadjah Mada, 2024 | Diunduh dari http://etd.repository.ugm.ac.id/



28  

Strickler, K. M., Fremier, A. K., Goldberg, C. S. 2015. Quantifying effects of UV-B, 

temperature, and pH on eDNA degradation in aquatic microcosms. Biological 

Conservation, 183, 85–92. 

Tangherlini, M., Corinaldesi, C., Rastelli, E., Musco, L., Armiento, G., Danovaro, R., 

Dell’Anno, A., 2020. Chemical contamination can promote turnover diversity of 

benthic prokaryotic assemblages: the case study of the bagnoli- coroglio bay 

(southern Tyrrhenian Sea). Mar. Environ. Res. 160, 105040. 

Tilman, D., Isbell, F., Cowles, J. 2014. Biodiversity and ecosystem functioning. Annu. 

Rev. Ecol. Evol. Syst. 45, 471–493. 

Tsuji, S., Yamanaka, H., Minamoto, T. 2017. Effects of water pH and proteinase K 

treatment on the yield of environmental DNA from water samples. Limnology, 

18(1), 1–7. 

Valentini, A., Taberlet, P., Miaud, C., Civade, R., Herder, J., Thomsen, P. F., Boyer, 

F. 2016. Next-generation monitoring of aquatic biodiversity using environmental 

DNA metabarcoding. Molecular Ecology, 25, 929–942. 

Wahjono, H. D., 2015. Pemantauan Kualitas Air Danau Semayang dan Danau 

Melintang di Kabupaten Kutai Kartanegara Menggunakan Sistem Online 

Monitoring. Jurnal Air Indonesia, vol. 8, no. 1. 

Wallace, R. L.,  Snell, T. W. 2010. Ecology and classification of North American 

freshwater invertebrates (pp. 173-235). Academic Press. 

Wilfinger, W. W., Mackey, K., Piotr C. 1997. Effect of pH and Ionic Strength on the 

Spectrophotometric Assessment of Nucleic Acid Purity: BioTechniques 22:474-

481 

Wurzbacher, C., Warthmann, N., Bourne, E., Attermeyer, K., Allgaier, M., Powell, 

J.R., Detering, H., Mbedi, S., Grossart, H.-P., Monaghan, M.T., 2016. High habitat-

specificity in fungal communities in oligo-mesotrophic, temperate Lake stechlin 

(North-East Germany). MycoKeys 16, 17–44. 

Xuan, J., Yu, Y., Qing, T., Guo, L., Shi, L. 2013. Next-generation sequencing in the 

clinic: Promises and challenges. Cancer Letters, 340(2), 284–295. 

Zheng, X., Liu, W., Dai, X., Zhu, Y., Wang, J., Zhu, Y., Zheng, H., Huang, Y., Dong, 

Z., Du, W., Zhao, F., Huang, L., 2020. Extraordinary diversity of viruses in deep-

sea sediments as revealed by metagenomics without prior virion separation. Env. 

Microbio. 

Zinger, L., Gobet, A., Pommier, T., 2012. Two decades of describing the unseen 

majority of aquatic microbial diversity. Mol Ecol 21 (8), 1878. 

Penggunaan Environmental DNA untuk Pemantauan Keanekaragaman Hayati di Danau Kaskade
Mahakam sebagai
Danau Prioritas Nasional
Bima Syahvoriel Anggareksa Siregar, Dr. Dwi Sendi Priyono, S.Si., M.Si.
Universitas Gadjah Mada, 2024 | Diunduh dari http://etd.repository.ugm.ac.id/


	Bima Siregar_10036_Skripsi.pdf
	DAFTAR PUSTAKA


